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Chain A, Structure Of Taq Dna Polymerase. 
1TAQ_A 

1TAQ_A GI: 157833899 

pdb: molecule 1TAQ, chain 65, release Aug 27, 2007; 
deposition: Jun 4, 1996; 
class: Nucleotidyltransferase; 

source: Mol_id: 1; Organism_scientif ic : Thermus Aquaticus; Gene: 
Taq; Expression_system : Escherichia Coli; 
Exp. method: X-Ray Diffraction. 
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